Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.118; data-to-parameter ratio = 12.8.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Zhang, Dou et al., 2007; Zhang, Yin et al., 2006; Zhang, Zhou et al., 2007) .
Here we report on the structure of a new N,O,N tridentate ligand, 2-(benzotriazolylmethylamino)benzoic acid.
The molecular structure of the title compound is illustrated in Fig. 1 . Details of the hydrogen bonding and C-H···\p interactions are given in Table 1 . The molecule is V-shaped with the best plane through the benzotriazole moiety (planar to within 0.013 (2) Å) inclined by 67.7 (1)° to the best plane through the benzene ring (C8-C13). In the molecule there is an intra-molecular N-H···O hydrogen bond involving the amine (N4) hydrogen, H4D, and the carbonyl O-atom, O1 (Table 1 ).
In the crystal structure symmetry related molecules form dimers via C-H···π interactions involving C12-H12 and the
. Adjacent molecules are linked by O2-H2···N3 i hydrogen bonds to form zigzag chains parallel to the a axis, and these chains are further linked by C7-H7A···O1 ii intermolecular hydrogen bonds (Table 1) .
The NH hydrogen atom was located from a difference Fourier map and freely refined, N-H = 0.86 (2) Å. The remainder of the H-atoms were included in calculated positions and treated as riding atoms: O-H = 0.82 Å and C-H = 0.93 − 0.97 \%A, with U iso (H) = 1.5U eq (O) and 1.2U eq (C).
Figures Fig. 1 . Molecular structure of the title compound showing the atom numbering scheme and dislacement ellipsoids drawn at the 50% probability level.
2-(Benzotriazol-1-ylmethylamino)benzoic acid
Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details

